Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.003 Å; R factor = 0.044; wR factor = 0.116; data-to-parameter ratio = 14.2.
In the title compound, C 15 H 18 ClNO 3 , the seven-membered ring has a mirror plane passing through the methylene C atom and bisecting the C C bond. It adopts a bent conformation, intermediate between the boat and chair forms. Both methoxy groups are coplanar with the attached benzene ring [C-C-O-C = À0.5 (3) and 2. 2 (3) ]. In the crystal structure, inversion-related molecules are linked via C-HÁ Á ÁO hydrogen bonds and -interactions involving the benzene ring [centroid-centroid distance = 3.6393 (12)Å ].
Related literature
For the synthesis, see: Reiffen et al. (1990) . For general background, see: Franke et al. (1987) ; Ishihara et al. (1994) . For a related structure, see: Cheng (2008) . For asymmetry parameters, see: Duax et al. (1976) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Ishihara et al., 1994) .
Many benzazepine derivatives have been reported to possess interesting biological activities. The title compound is an important intermediate of ivabradine, which was listed in market in 2006 as the representative of a novel pharmacological class termed reducing heart rate without concomitant negative inotropic or hypotensive effects (Franke et al., 1987) . Rencently, in our previous research, a crystal structure of another important intermediate of ivabradine, 7,8-Dimethoxy-3-(3-chloropropyl)-2,3,4,5-tetrahydro-1H-3-benzazepin-2-one was reported (Cheng, 2008) . Here the crystal structure of the title compound is reported.
In the title molecule ( An intermolecular C-H···O hydrogen bond is observed in the crystal structure. Also, a π-π interaction involving the benzene ring is observed [centroid to centroid distance = 3.6393 (12) Å].
The title compound was prepared according to the literature method (Reiffen et al., 1990) . Crystals suitable for X-ray analysis were obtained by slow evaporation of an ethanol solution at 295 K.
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined using a riding model, with U iso (H) = 1.2-1.5U eq (C).
sup-2 Figures   Fig. 1 . Molecular structure of the title compound, showing 30% probability displacement ellipsoids and the atomic numbering. Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

